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What Is Claimed Is: 

1 . An isolated nucleic acid molecule comprising a polynucleotide 
selected from the group consisting of: 

(a) the polynucleotide shown as SEQ ID NO:X or the polynucleotide encoded 
by a cDNA included in ATCC Deposit No:Z; 

(b) a polynucleotide encoding a biologically active polypeptide fragment of 
SEQ ID NO:Y or a biologically active polypeptide fragment encoded by the cDNA 
sequence included in ATCC Deposit No:Z; 

(c) a polynucleotide encoding a polypeptide epitope of SEQ ID NO:Y or a 
polypeptide epitope encoded by the cDNA sequence included in ATCC Deposit 
No:Z; 

(d) a polynucleotide capable of hybridizing under stringent conditions to any 
one of the polynucleotides specified in (a)-(c), wherein said polynucleotide does not 
hybridize under stringent conditions to a nucleic acid molecule having a nucleotide 
sequence of only A residues or of only T residues. 

2. The isolated nucleic acid molecule of claim 1, wherein the 
polynucleotide comprises a nucleotide sequence encoding a soluble polypeptide. 

3. The isolated nucleic acid molecule of claim 1, wherein the 
polynucleotide comprises a nucleotide sequence encoding the sequence identified as 
SEQ ID NO.Y or the polypeptide encoded by the cDNA sequence included in ATCC 
Deposit No:Z. 
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4 The isolated nucleic acid molecule of claim I, wherein the 
polynucleotide comprises the en.re nucleotide science of SEQ ID NO* or a cDNA 
included in ATCC Deposit No:Z.. 

5 . The isolated nucleic acid molecule of claim 2, wherein the 
polynucleotide is DNA. 

6 . The isolated nucleic acid molecule of claim 3, wherein the 
polynucleotide is RNA. 

7 . A vector comprising the isolated nucleic acid molecule of claim 1. 

8 . A host cell comprising the vector of claim 7. 

9 . A recombinant host cell comprising the nucleic acid molecule of claim 
, operably limited to a heterologous regulating element which controls gene 

expression. 

,0. A method of producing a polypeptide comprising expressing the 
encoded polypeptide from the host cell of claim 9 and recovering said polypeptide. 

H . An isolated polypeptide comprising an amino acid sequence at least 
95 % identical to a sequence selected from the group consisting of: 

(a) the polypeptide shown as SEQ ID NO.Y or the polypeptide encoded by 

the cDNA; 
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(b) a polypeptide fragment of SEQ ID NO: Y or the polypeptide encoded by 
the cDNA; 

(c) a polypeptide epitope of SEQ ID NO:Y or the polypeptide encoded by the 

cDNA; and 

(d) a variant of SEQ ID NO:Y. 

12. The isolated polypeptide of claim 1 1 , comprising a polypeptide having 
SEQ ID NO:Y. 

13. An isolated antibody that binds specifically to the isolated polypeptide 
of claim 11. 

14. A recombinant host cell that expresses the isolated polypeptide of 
claim 1 1. 

15. A method of making an isolated polypeptide comprising: 

(a) culturing the recombinant host cell of claim 14 under conditions such that 
said polypeptide is expressed; and 

(b) recovering said polypeptide. 

16. The polypeptide produced by claim 15. 

17. A method for preventing, treating, or ameliorating a medical condition, 
comprising administering to a mammalian subject a therapeutically effective amount 
of the polypeptide of claim 11 or the polynucleotide of claim 1. 
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! g. A method of diagnosing a pathological condition or a susceptibility to 
a pathological condition in a subject comprising: 

(a) determining the presence or absence of a mutation in the polynucleotide of 

claim 1; and 

(b) diagnosing a pathological condition or a susceptibility to a pathological 
condition based on the presence or absence of said mutation. 

19. A method of diagnosing a pathological condition or a susceptibility to 
a pathological condition in a subject comprising: 

(a) determining the presence or amount of expression of the polypeptide of 

claim 1 1 in a biological sample; and 

(b) diagnosing a pathological condition or a susceptibility to a pathological 
condition based on the presence or amount of expression of the polypeptide. 



20. A 



method for identifying a binding partner to the polypeptide of claim 



1 1 comprising: 

(a) contacting the polypeptide of claim 1 1 with a binding partner; and 
(b) determining whether the binding partner effects an activity of the polypeptide. 



2i. a method of screening for molecules which modify activities of the 
polypeptide of claim 1 1 comprising: 

(a) contacting said polypeptide with a compound suspected of having agonist or 
antagonist activity; and 

(a) assaying for activity of said polypeptide. 
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<210> 1 
<211> 733 
<212> DNA 

<213> Homo sapiens 



60 
120 
180 
240 



<400> 1 

gggatccgga gcccaaatct tctgacaaaa ctcacacatg cccaccgtgc ccagcacctg 

aattcgaggg tgcaccgtca gtcttcctct tccccccaaa acccaaggac accctcatga 

tctcccggac tcctgaggtc acatgcgtgg tggtggacgt aagccacgaa gaccctgagg 

tcaagttcaa ctggi . ac g t g gacggcgtgg aggtgcataa tgccaagaca aagccgcggg 

aggagcagta caacagcacg taccgtgtgg tcagcgtcct caccgtcctg caccaggact 300 

ggctgaatgg caaggagtac aagtgcaagg tctccaacaa agccctccca acccccatcg 3 60 

agaaaaccat ctccaaagcc aaagggcagc cccgagaacc acaggtgtac accctgcccc 4 20 

catcccggga tgagctgacc aagaaccagg tcagcctgac ctgcctggtc aaaggcttct 4 80 

atccaagcga catcgccgtg gagtgggaga gcaatgggca gccggagaac aactacaaga 540 

ccacgcctcc cgtgctggac tccgacggct ccttcttcct ctacagcaag ctcaccgtgg 600 

acaagagcag gtggcagcag gggaacgtct tctcatgctc cgtgatgcat gaggctctgc 660 

acaaccacta cacgcagaag agcctctccc tgtctccggg taaatgagtg cgacggccgc 720 
gactctagag gat 



<210> 2 
<211> 1560 
<212> DNA 
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<213> Homo sapiens 



<4 ° 0> ^aaacacg cgcggaccgc gcacaggcgg cggagccggt atgggcccgc 

ctaggtgcgc tgcgagcgcg eg gg J ag ccaggactga agcttcaaga 

ctggccctgg ^ccgcgcc 9 ccctccagca aatggtggcc tcaggcaccg 

tggctgacca ^ccctgcg gg 9 coctggacgt ggtg aaggtt cgcctgcagt 
gggctgtggt agcgagctga tgccttcctc cagactgtgg agcctctcct 

ctcagcggcc J ^ a t ggagoct ctg tacctgtgcc 

ataccaaatg ^agtgcctc g g aagaccctac cogcttcact ggcaccatgg 
caaatggtgc ? c 9 c ^tgcc cctctggagc ggcctccccg 

atgCCtt t C rt SSSS -tctacu cactgcctat gaccaactga 

CCaC °^S atSggtcga gccctgacct ctgacctcta cgcacccatg gtggctggcg 
aggccttcct gtgtggt g g * tcagccC cct ggagcttatg oggacaaagc 

cgctggcccg g g 9 9 tgggtgcctg tgttC gaact gcagtggctc 

tgoaggctca gcatgt gtcg ™* * ggggcC ccac tgcccttcga gatgtgccct 
agggtggctg £££££ ^agag ctggctcaat gggctcaggc 

tctcagccct ggcatgagct ttgtggctgg tggcatctca gggacggtgg 

cgaaggacca 9 ac ^^ tttqacotgg taaagaccca acgccaggtc gctctgggag 
ctgcagtgct 9-c«t«ooc ^g-gtgg ^ cacct ggc t g ctgctgcgga 

cgatggaggc tgtgagagtg tetttgeagg cttccttcct eggatcatea 

ggatceggge ^ --agggac -t.tg^ agcttcttcc 

aggotgoccc ^tctgggcg gctgaaaggg gcaaggaggc aaggacccog 

agaggctgaa ccaggaccgg cx yyy y aaaacccage caagtgeett ttcctcagca 
t ctc tC ccac ^ IIZIIZ ^ggcgacL gctccagggc agggctgtcc 

ctgagggagg ^tgttt aa ^ tcttco tgctgctcca gtcgtgggga 

etctgggegg ccc ^"°" ~ g ttcaaga ccaaatcttc cagctgcccc cttcgtgttt 
teatcactta cccacccccc cagg aaccaa gaagcoctca gcctggtgta 

£22£ SSS ~™ -aagatga tgaaaaaaaa aaaaaaaaaa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 



<210> 3 

<211> 1566 

<212> DNA 

<213> Homo sapiens 

;r cc u r _ s ™ :: ™ ~ t : j: 

5= :™ J2S2S =S=£ - 

gt ctggactt c « 

gcttcagcat 9-W££ agg aggaggg tccgacagct ttctggaaag gacacgtccc 360 

ggectctagg cagattctgc agg ay yyy totccaattc ttgtcatttg aaatgetgae 420 
agctcagatt ctctccatag ^ggagc 9 ^ ^ 

gg a r ggtc oacagaggca gcgtgta^a ^ ttctgcgcac 540 

tggtggcctg gctgcctgta ^ ct ataatacg ctgcgccacg ccgtggggac 600 

ccgctttgca gctcagggtg ageccaaggt ctat 9 ttggc tccca ccttgatcgc 660 
catgtatagg agegaaggee ~eagjtttt S tgaa gc acc t g t aoaa 

catcttcccc tacgccgggc ^ttctc ttg g caaaacctgc tttgtgg cag 780 

SSEE r— a alLcgc.g .«™ agaagegge, 840 
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„ ccct ac tgtcccccca ectgctggct gagctcctcc tggcctcgtc ccctctcagc 
399 Til ccaocccogc tctggctaec aggetctccc ggctgggcac tgcgtggcct 
T Tell ccgetggcag ctcctcaggg gaacaggggc taccagaggc tgatttctcc 

9 Trill accaggggag gggtattatc cctgcctcct gcecccgatg cccaaagcag 
°° tC ZllVtlLl cgaggacttg ggtggcagag tgtgggtgca gcctggctgt 

TTcll agtactagct etgcactteg tgtctgctga gagcaaccag accttccatg 
t9CC «c£c«ctc cccgcgagac cccgcagctg ggtgggatga acaagcaacg 

tC Tell gcgagJgcct gggagggagt ggcccagggt ggttctggag ccattgtggg 
cagaccacaa ggtccegcgc acegctgcct gccctgcagt ggctttaaca 

Tlattttg ccaaagcc^ Soactc.cc ageaggeggt ctctgtcttc agggattgtg 
gttagttttg gggccccccc gcttggctcc ctgggggaat ggcceaggcg 

CCt9C c r o " ccSt"^ g cttctccc egacaaggag tecgaegggg eggatgetge 

93CC Setggtcg ctgggettea cceeacctgg gaagggcagt gtgctctgtg 

g g^gcaa ToTll^l -gggagctg ceaaaaaaaa aaaaaaaaaa aaaaaaaaaa 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaa 



<210> 20 

<211> 351 

<212> PRT 

<213> Homo sapiens 

^VAsp GXn Asp Pro Ala Oly XXe Ser Pro X.au OXn Ola Me, VaX 

1 5 10 

XI. ser Gly Thr GXy Ala Val val Thr Ser Leu Phe Met Thr Pro Leu 

20 25 
Val Val I>ys val Arg Leu Gin Ser Gin Arg Pro Ser Met Ala Ser 



Asp Val vax i^y* v " ™* ^ 45 



G1 u Leu Met Pro Ser Ser Arg Leu Trp Ser Leu Ser Tyr Thr x.y- Trp 

50 ^ 

Lys Cys Leu Leu Tyr Cys Asn GXy VaX Leu Glu Pro Leu Tyr X.eu Cys 

65 70 " 

Pro Asn GXy AXa Arg cys AXa Thr Trp Phe Gin Asp Pro Thr Arg Phe 

85 90 

Thr Oly ** Met A SP Ala Phe Val Lys Xle Val Arg His GXu Oly Thr 

100 10b 
Arg Thr Leu Trp Ser Oly Leu Pro Ala Thr Leu Val Met Thr Val Pro 

115 120 
Ala Thr Ala Xle Tyr Phe Thr Ala Tyr Asp Gin Leu Lys Ala Phe Leu 
130 



360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1178 
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16 

155 160 



*la I- Ala Arg Leu Gly Thr val Thr Val He Ser Pro Leu Glu L eu 

165 170 

Met Arg Thr Lys Leu Gin Ala Gin His Val Ser Tyr Arg Glu Leu Gly 

180 185 

A la cys val Arg Thr Ala Val Ala Gin Gly Gly Trp Arg Ser Leu Trp 

195 200 ^ 

L eu Gly Trp Gly Pro Thr Ala Leu Arg Asp Val Pro Phe Ser Ala Leu 

210 215 220 

ryr Trp Phe Asn Tyr Glu Leu Val Lys Ser Trp Leu Asn Gly Leu Arg 

225 230 

Pro Lys Asp Gin Thr Ser Val Gly Met Ser Phe Val Ala Gly Gly He 
245 250 

ser Gly Thr Val Ala Ala Val Leu Thr Leu Pro Phe Asp Val Val Lys 

260 265 
Thr Gin Arg Gin Val Ala Leu Gly Ala Me, Glu Ala Val Arg Val Asn 
275 280 



Pro Leu 
290 



His Val Asp ser Thr Trp Leu Leu Leu Arg Arg He Arg Ala 



295 



300 



G1 u ser Gly Thr Lys Gly Leu Phe Ala Gly Phe Leu Pro Arg He lie 

Tin 3 lo 

305 

Lys Ala Ala Pro Ser Cys Ala Xle Met lie Ser Thr Tyr Glu Phe Gly 

325 330 

Lys ser Phe Phe Gin Arg Leu Asn Gin Asp Arg Leu Leu Gly Gly 

340 345 



<210> 21 
<211> 320 
<212> PRT 

<213> Homo sapiens 



<400> 21 
Met 
1 



Vai Gly Tyr Asp Pro Lys Pro Asp Gly Arg Asn Asn Thr Lys Phe 

5 10 15 

Gin val Ala Val Ala Gly Ser Val Ser Gly Leu Val Thr Arg Ala Leu 



20 25 



